Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.007 Å; R factor = 0.064; wR factor = 0.154; data-to-parameter ratio = 15.1.
Hydrothermal reaction of NaSCN, piperazine, Zn II and 2,6-naphthalenedicarboxylic acid in aqueous solutions gave rise to the title complex, [Zn(NCS) 3 (C 4 H 11 N 2 )]. The Zn II atom is four-coordinate with distorted tetrahedral geometry and lies in a mirror plane. N-HÁ Á ÁS hydrogen bonds assemble the molecules to form a three-dimensional framework.
Related literature
For related literature, see: Bie et al. (2005) ; Dai et al. (2002) ; Gu et al. (2007) ; Liu et al. (2007) ; Ouyang et al. (2003) ; Tao et al. (2003) .
Experimental
Crystal data [Zn(NCS) 3 (C 4 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: SHELXTL (Bruker, 2000) ; software used to prepare material for publication: SHELXTL. (Liu et al., 2007; Dai et al., 2002; Ouyang et al., 2003; Gu et al., 2007; Tao et al., 2003) . When trying to prepare the zinc complex containing 2,6-naphthalenedicarboxylic acid, piperazine and thiocyanate ligands by hydrothermal reaction, we did not obtain the expected compound but instead of the tri-isothiocyanato-(piperazinium-N')-zinc(II) compound (I). The new complex has been characterized by elemental analysis and single-crystal diffraction analysis.
Structure Reports Online
The Zn atom adopts a distorted tetrahedral coordination geometry and is coordinated by three N atoms from the thiocyanate anions and one piperazine N atom ( All bond distances and angles are as observed for other zinc(II) complexes with piperazine and thiocyanate ligands (Bie et al., 2005) . There are intermolecular N-H···S hydrogen bonds in the compound, which assemble the molecules to form a a three dimensionnal framework. (Table 1 and Primary atom site location: structure-invariant direct methods Extinction correction: none
Special details
Geometry. 
